Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; R factor = 0.024; wR factor = 0.068; data-to-parameter ratio = 14.2.
Related literature
For the biological activity of thiosemicarbazides and their metal complexes, see: West et al. (1993) . For related structures, see : Wang et al. (2011); Yamin & Yusof (2003) ; Akinchan et al. (2002) . For the synthesis of the ligand, see: Szecsenyi et al. (2006) .
Experimental
Crystal data [Cu 2 (C 12 Table 1 Selected bond lengths (Å ).
Cu1-Cl1
2.2619 (10) Cu1-S2 2.2295 (9) Cu1-N1 1.986 (2) Cu1-N3 Table 2 Hydrogen-bond geometry (Å , ). 
Data collection: SMART (Bruker, 2003 ); cell refinement: SAINTPlus (Bruker, 2003) ; data reduction: SAINT-Plus; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. (West et al., 1993) . Thiosemicarbazide are versatile ligands that can coordinate as neutral ligands or in the deprotonated form. They can also be used as flexible spacers with potential multiple binding sites to construct coordination polymers with multiple dimensions and various topologies. In the present paper, the synthesis and crystal structure of the title thiosemicarbazide binuclear copper (II) compound is reported.
The title compound possesses twofold rotational symmetry ( (Wang et al., 2011; Yamin & Yusof, 2003; Akinchan et al., 2002) .
In the crystal, there are N-H···Cl hydrogen bonds, leading to the formation of ribbons propagating along [001], and CH···Cl and C-H···S interactions (Table 1 ). The latter link the ribbons and together with π-π interactions lead to the formation of a three-dimensional structure [Cg1···Cg1 i 3.6146 (19) Å; perpendicular separation 3.5312 (11) Å; slippage 0.772 Å; Cg1 is the centroid of pyrdine ring N1/C1-C5; symmetry code:
Experimental
The ligand (L), N,N′-di(pyridin-2-yl)hydrazine-1,2-bis(carbothioamide,) was prepared by the literature method (Szecsenyi et al., 2006) . L (0.05 mmol) was solved in DMF (5 ml) in a test tube, then an 8 ml solvent mixture of CH 3 OH and DMF (v/v = 1:1) was added as a buffer layer. A solution of CuCl 2 (0.10 mmol) in CH 3 OH (3 ml) was then carefully layered on top. The system was sealed and kept for a week, after which black block-like single crystals, suitable for X-ray analysis, were obtained. Anal. 
Refinement
The NH and C-bound H atoms were included in calculated positions and treated as riding atoms: N-H = 0.86 Å and C-H = 0.93 Å , with U iso (H) = 1.2U eq (N,C).
Computing details
Data collection: SMART (Bruker, 2003 ); cell refinement: SAINT-Plus (Bruker, 2003) ; data reduction: SAINT-Plus (Bruker, 2003) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure:
SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008) .
Figure 1
The molecular structure of title compound, with the atom numbering. The displacement ellipsoids are drawn at the 50% probability level [symmetry code: (a) -x, y, -z + 1/2]. Symmetry codes: (ii) x, −y+1, z+1/2; (iii) x−1/2, −y+3/2, z−1/2; (iv) −x+1/2, y+1/2, −z+1/2.
